.
Gene loci sequenced, primers for molecular analysis and PCR programs. Table S2 . List of taxa used for the phylogenetic analysis of Emericellopsis spp. and their GenBank accession number Table S3 . List of fungal strains isolated from G. compressa with Mycotheca Universitatis Taurinensis (MUT) and GenBank accession number. Figure S1 .
1 H NMR spectrum of echinulin (1) in CDCl3 at 500 MHz. Figure S6 .
13 C NMR spectrum of physcion (3) in CDCl3 at 125 MHz. Figure S7 .
1 H NMR spectrum of dihydroauroglaucin (4) in CDCl3 at 500 MHz. Figure S8 .
13 C NMR spectrum of dihydroauroglaucin (4) in CDCl3 at 125 MHz. Figure S9 .
1 H NMR spectrum of flavoglaucin (5) in CDCl3 at 500 MHz. Table S4 .
Effect of different growth conditions on the HPLC-UV 280 nm chemical fingerprint of fungi, expressed as classes 1, 2, 3 and 4 at the increasing of the metabolic diversity. Exclusive peaks of each condition indicated in parenthesis. The changing in colours from dark to light blue and white indicated the increasing of the metabolic diversity. Table S5 .
Effect of different growth conditions on the development of the fungus (-, +, ++, +++); production of exudates (e), soluble pigments (s) and high sporulation (h); fungal-bacteria interaction as antagonistic response (a), predominance of the fungus (p) or complete inhibition of the bacterial growth (n). The changing in colours from dark to light blue and white, underlined the increasing of growth classes. dd, J = 17.3, 10.6, H-2'), 5.42 (1H, t, J = 6.8, H-2'''), 5.35 (1H, m, H-2"), 5.14 (2H, m, H-3'), 4.41 (1H, m, H-9), 4.10 (1H, q, J = 6.8, H-12), 3.66 (1H, dd, J = 14.6, 3.2, H-8), 3.53 (2H, d, J = 7.1, H-1'''), 3.39 (2H, d, J = 7.1, H-1"), 3.18 (1H, dd, J = 14.6, 11.8, H-8), 1.87 (3H, s, CH3-3'''), 1.81 (3H, s, CH3-3'''), 1.74 (3H, overlapped, CH3-3"), 1.51 (3H, overlapped, CH3-1').
13 C NMR (125 MHz, CDCl3, /ppm): 168.6 (C-10), 167.9 (C-13), 145.9 (C-2'), 141.5 (C-2), 134.0 (C-5), 133.1 (C-3'''), 132.4 (C-7a), 131.7 (C-3"), 129.1 (C-3a), 124.6 (C-2"), 123.5 (C-7), 123.0 (C-2'''), 123.0 (C-6), 115.2 (C-4), 112.5 (C-3'), 104.2 (C-3), 54.7 (C-9), 51.0 (C-12), 39.1 (C-1'), 34.7 (C-1''), 31.5 (C-1'''), 29.6 (C-8), 28.1 (CH3-1'), 27.9 (CH3-1'), 25.9 (CH3-3'''), 25.9 (CH3-3''), 20.0 (C-15), 18.1 (CH3-3'''), 18.1(CH3-3''). 125.8 (C-4), 121.3 (C-2''), 117.5 (C-1), 32.2 (C-5'), 31.9 (C-4'), 29.7 (C-3'), 29.3 (C-2'), 27.1 (C-1''), 25.9 (C-4''), 24.1 (C-1'), 22.8 (C-6'), 17.9 (C-5'), 14.2 (C-7'). Table S5 . Effect of different growth conditions on the development of the fungus (-, +, ++, +++); production of exudates (e), soluble pigments (s) and high sporulation (h); fungalbacteria interaction as antagonistic response (a), predominance of the fungus (p) or complete inhibition of the bacterial growth (n). The changing in colours from dark to light blue and white, underlined the increasing of growth classes. Taxa  Pure culture  Co-culture   WH  WHS  PDA  PDAS  GA  GAS  WH  WHS  PDA  PDAS  GA  GAS 
LR-ESI-MS
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